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Overexpression of OsWRKY72 Gene Causes Auxin 
Signaling Passway in Arabidopsis 


1,2 31,2 Z S e s 
SONG Yu , LIU Dong-Mer , YU Di-Qiu 
(1 Laboratory of Plant Molecular Biology, Xishuangbanna Tropical Botanical Garden, Chinese Academy of Sciences, 
Kunming 650223, China; 2 Graduate University of Chinese Academy of Sciences, Beijing 100049 ) 


Abstrad:: The transcription factors WRKY protein superfamily are widely presented in plants . It is well known that a ma- 
jority of the plant biological processes are modulated by WRKY transcription factors . And here we focused on OsWRKY72 . 
Genetic analysis showed the apical dominance of 35S: OsWRKY72 transgenic Arabidopsis thaliana was repressed and the 
transgenic plants had significantly more shoot branches comparing with the control plants . Besides the reduced apical domi- 
nance, the phenotypes, including curled leaves and short fruits in transgenic Arabidopsis, were similar to those of the char- 
acteristic mutants deficiency in auxin singal transduction . These results suggested that OsWRKY72 played an important role 
in the auxin signaling pathway . 

Key words: OsWRKY72; Apical dominance; Auxin 
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Fig .1 Spatial expression profiles of OsWRKY72 .Transcript level of Os- 
WRKY72 was inspected by RNA gel blot analysis in different organs . 
Ethidium bromide staining of rRNA for the blot is displayed to demonstrate 
equal loading of RNA in each lane . (MR: mature root; S: spikelet; YL: 
young leaf; ML: mature leaf; FL: flag leaf; OL: old leaf) 
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Fig .2 The screen of transgenic lines of 35S:: OsWRKY72 . The left is transcript level of OsWRKY72 in different lines, 


and the right is the phenotypes of wild type and transgenic lines at the age of 4 weeks 
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Fig .3 Morphological comparison of cauline leaf between vector and 35S: OsWRKY72 transgenic plants 


(A: The cauline leaves of vector and 35S: OsWRKY/72 transgenic plants; B: Normal stomata and epidermal cells ; 


C: Loose palisade cell clearance and increased palisade cell volume of transgenic lines . Bars = 10 Um) 
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Fig .4 Morphological and statistical comparison of fruit phenotype and length between vector and 35S: : OsWRKY72 





transgenic plants (Figures represent the means+ SD from at least 50 Fruits for each line) 
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Fig.5 The increased branches of transgenic Arabidopsis and tobacco in morphological and statistical comparison 











( Figures represent the means+ SD from at least 25 plants for each line) 
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Fig .6 Expression of AXRI1 in 35S:: OsWRKY72 transgenic 
plants treated with or without 1 Umd@L NAA . The actin gene 


was used as an internal standard 
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